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- Polytron type homogenizer
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4. Column chromatography
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2) Column chromatography 2| &5
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2) Column chromatographyl &
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Fig. 5-ba, p.118
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2) Column chromatographyl &

(2) Affinity chromatography (&! &t &)
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(a) Cation-Exchange Media Structure o = _AL
O
|
Strongly acidic: polystyrene resin (Dowex-50) S—(0)F
|
O
O
7
Weakly acidic: carboxymethyl (CM) cellulose _O_CHQ_C\
o~
0O =4 Sk A
I =02 W=t L
CH«C_O_
Weakly acidic, chelati 1 S Z :
Jeakly acidic, chelating: polystyren . .
(Chelévx—IOO) g ReEy (b) Anion-Exchange Media Structure
CHj
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Strongly basic: polystyrene resin (Dowex—1) CHyo— N —CHj
CH,
CH. GH,

Weakly basic: diethylaminoethyl (DEAE)
cellulose

|
—OCH,CH,—N™—H
|
GH G
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Cation exchange bead Add mixture of Add Na* (NaCl) Increase [Na'] Increase [Na®]
before adding sample Asp, Ser, Lys

Bead Q

Na* =80,

(a) (b) (c) Asp, the least (d) Serine is eluted next ~ (e) Lysine, the most
positively charged positively charged
amino acid, is amino acid, is
eluted first eluted last
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Fig. 5-9, p.120
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1) Polyacrylamide gel electrophoresis (PAGE)
2) SDS-PAGE
3) Electrofocusing (S& & & J|E &)
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1) Polyacrylamide gel electrophoresis (PAGE)
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Gel Electrophoresis (MJ[ZE =2
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gel electrophoresis

Butter solution Gel
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Fig. 5-10, p.121



2) SDS-PAGE (sodium dodecyl sulfate)-
polyacrylamide gel electrophoresis
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3) Electrofocusing
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a2l et & 2= A 2 (Mass Spectroscopy:MS)
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